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Barley Loose Smut (Ustilago nuda) Life Cycle
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Fine Scale Mapping to Identify Recombinants
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Genetic Map and Candidate Gene Prediction for Un8
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Microscopic Examination of U. nuda Infection Using Cross-Sectioned Embryos
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Seed Size and Germination Rate Variation After Inoculation with Three

Different Spore Concentrations
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Validation of the Un8 Candidate Gene and the ‘Death Switch’ Hypothesis
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Validation of the Un8 Candidate Gene and the ‘Death Switch’ Hypothesis
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CRISPR-Mediated Knock-Out of the Un8 Candidate Gene
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Cytokinin Pathway Gene Expression Changes in

Response to U. nuda Infection at the Seedling Stage
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The Importance of Cytokinins for Smut Pathogens
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Hypothesized Mechanism for Un8-Mediated Loose Smut Resistance
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